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PDBT —AR—X[ZT7IEALTHLD

* Protein Data Bank Japan~Tv D
* EcORVEF—T—FRELTEcORVHEIREER EDNADE B IAD 3L

(K#8:&E(1AZ0.pdb)Z 4 HoO—K

— 1AZ0Z0')v 9

— Download/Display &%) w%

— PDB format all pdblaz0.ent(389k)DdownloadZz2')v%

« PyMOLTRAK

— BRAETRRIESD

— Cartoon®RT9 B

— DNA2EHDIES DHRFEEHRT S,




® MacPyMOL File Edit Build Movie Display Setting Scene Mouse Wizard Help 5 = B0 <>

MacPyMOL

You clicked /pdb1az0//C/DA'801/C6 ~ N/ SN, . N/ S
Selector: selection “sele” defined with 18 atoms. \ Reset X Zoom X Orient X Draw X Ray j
You clicked /pdb1az0//C/DA'301/C6 S\ / N
Selector: selection "sele” defined with 30 atoms. . Unpick ) Deselect )| Rock )| Get View
R it i —
You clicked /pdb1az0//C/DA 301/04' 8 e .
Selector: selection "DNA1" defined with 253 atoms. { |< L < L Stop [ Play [ > | >| I MClear )
A T A/
PyMOL>help segments o e e
Error: unknown topic: 'segments’. )

PyMOL>

/pdblaz0 906 /D727 120 162 301 806
DA DA DG DA DT DA DT DC DT DT DA DA DA DG DA DT DA DT DC DT DT
I

measurell
{DNA2
{zele’

Mouse Mode 3-Button Viewing
Buttons L M R |

2 = Rota Move Movl

- +Box -Box Clip

+/- PkAt Pkl
Sh Sele Orig Clip
¢« +/= LCent Menu
¢ Menu - PkAt
Selecting Residues
State 1/

1
PyMOL>eresi_ I--------

~
|
3 hi(C
)

[11x]
wiwify]
1ICIcr et 330




e >select a, chainaorchainb
e >selectr, chain cor chaind

o« A INJE LEDNAZRI|E—R TR




« DNAZE

IKFRFEEZEHRLTHED

« ERAVINDBETEATAVIRTR

e IKEFEZ{TIT %, action:hydrogens:add

s FIRFOBZ, TRIELIZERT

¢ IKEFFEEZEIRRSHE S, action:find:polar

contact:within selection

+ KRIEEDRT IERTDUYER

= SRR DK RIG S &R SR

o AN IREBL—FDKEFEESZTEE



PyMOL>

/pdblaz0//R/2 6 31 36 41 46 51 56 61 66 71 76 81 86 91 96 101 106 111 116 121 126 131 136 141 156 161 166 171 176 181 186 191 196 201 206 211 216 221

GKIYPLGSD GYIVEEPKOONHYPDFTLYKFSEPNKKIAIDIKTTYTNKENEKIKFTLGGYTSFIRNNTKNIVYPFOOYIAHWIIGYYYTRYKTYN IPKPYKGVKYFLAD AGDLAGSGNTTNIGSIHAH GKGIFDS NYERT
R ——




77/ L\mEE BT Crsiper/Cas9

(a)

4/ L\DNA

Cas9 >

6.6 CRISPER/CAS9% / LfmEH i =,
(a) Cas9OM A A FRNAIZE NN TA / LADNAZSFIE DG FT THIER



(b)

£ ~ ,
)L & A DNARF B
— 77

HREBRZEE

. 7/

IB15FRi& (Knock-out) B FH#E A (Knock-in)

6.6 CRISPER/CASYY / L\¥REHMTHEE
(b) 7/ LYERER. &7/ LEEERICKYEGFRIE(E).




PDBj&k Y Crisper/Cas9 &EX—4 vk
DNALDEEAERZETHO—F

e 5CZZEARO—k
e Cas93¥—4 YEDNAB KU T M RFRNAZRID B TR




@ MacPyMOL File Edit Build

COMPND 18 MOLECULE: DNA (5-D(*TP*TP*GP*AP*AP*TP*AP*G)-3); -

COMPND 19 CHAIN: D: Reset | Zoom || Orient | Draw | Ray
COMPND 20 ENGINEERED: YES:

COMPND 21 OTHER_DETAILS: NON-TARGET DNA Unpick | Deselect | Rock Get View
ObjectMolecule: Read secondary structure assignments.

ObjectMolecule: Read crystal symmetry information |« | < |Stop | Play | > | > MClear
Symmetry: Found 4 symmetry operators.

CmdLoad: "Users/nakanohideo2/Dropbox/1701/pdbSczz.ent” loaded as "pdb5czz”.

PyMOL>

/pdbSczz 71 101 201 206 211 /C/1 6 11 26 101 /D71 6 101 201 206
AAUGCCGUGUUUNAPO4 EDO 0D00000DD000000000 DC DT DA DT DT DC DA DA DG DC DC DA DA DG DC DG DC DA DC DC DT DA DA DT DT DT DC DC NA 0000 DT DT DG DA DA DT DA DG EDO 0000000000
I

Mode 3-Button View
= L M R _Wh
= Rota Move MovZ Slab
t +Box -Box Clip MowS
}l+/— PkAt Pkl MvSZ
K

Orig Clip MovZ




>select a, chain a

>select r, chain b or chain c or chain d
>action>hydrogen>add 7K & {0
EERHET

(NZEIRL. AT1vI KRR

(r)Z:ER L . >action>find>polar
contact>within selection

IKFRIEEEHR



yMOL>

podbSczz 16 21 26 31 36 41 46 51 56 61 66 71 101 201 206 211 /C/1
JGCECUUGGCGUUUUAGUARCUCUGGAAACAGAAUCUACUARAARCAAGGCAAAAUGCCGUGUUUNAPI4EDD 000000000

elete selection
rename selection

zoom
orient
center
origin

drag coordinates
clean

‘mndiFg

Polar Contacts: i reset

within selection polar b
involving side chains align

involving solvent remove atoms

excluding solvent
excluding main chain
excluding intra-main chain
Just intra-side chain

duplicate
copy to object
extract object

Just intra-main chain Imasking
" " movement

to other atoms in object
lcompute

to others excluding solvent
to any atoms
to any excluding solvent

yMOL>z_
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pdbSczz 16 21 26 31 36 41 46 51 56 61 66 71 101 201 206 211 /C/1 6
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